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^tcfji. m\:^m\z^m^nrcmxhmmmi^. f^m9J}Wzf)^'&m\z^^xmf3i^x 
\^^^o:in^^mmiz^mx^^^&^i$>n\t.m^izmcr^^ 

(i) m^. ^m^miz^i^^x. iicD^vum^'f^izmmomi^^fj^M.^n^^^? 

(Shirota Y, Kaneko S, Honda M, et al. Identification of differentially expressed gene 
in hepatocellular carcinoma with cDNA microarrays. Hepatology 2001; 33 : 832-840% 
10 Xu X, Huang J, Xu Z, et al. Insight into hepatocellular carcinogenesis at 
transcriptome level by comparing gene expression profiles of hepatocellular 
carcinoma with those of corresponding noncancerous liver. Proc. Nat. Acad. Sci. 
USA . 2001; 98: 15089-15094) 

(ii) mmm(D^itm\z^\^^x. a<D^of3imm^\zmm(Dm^^f)^M.^ti^^^? 

15 (Shirota Y, Kaneko S, Honda M, et al. Identification of differentially expressed gene 
in hepatocellular carcinoma with cDNA microarrays. Hepatology 2001; 33 : 832-840^ 
Okabe H, Satoh S, Kato T, et al. Genome-wide analysis of gene expression in human 
hepatocellular carcinomas using cDNA microarray : Identification of genes involved 
in viral carcinogenesis and tumor progression. Cancer res. 2001 ; 61 : 2129- 2137) 

20 (in) BmisfM^(Di^mmm^. cm^0km^<D^mmmtx\t. ^(D^ofsi 

lA^^izmm(Dm^^:^^M.^n^^^ ? (Okahe H, Satoh S, Kato T, et al. 
Genome-wide analysis of gene expression in human hepatocellular carcinomas using 
cDNA microarray : Identification of genes involved in viral carcinogenesis and 
tumor progression. Cancer res. 2001 ; 61 : 2129-2137) 

25 (iv) sfmmmskmmm<D^mz^i) . a(D^z>t^m^i^\z^m(Dm\^^f)mibn 

^f)^? (Okabe H, Satoh S, Kato T, et al. Genome-wide analysis of gene expression in 
human hepatocellular carcinomas using cDNA microarray : Identification of genes 
involved in viral carcinogenesis and tumor progression. Cancer res. 2001 ; 61 : 2129- 
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2137) 

m Bi'^O^mM^ it U Pi f}^ ^XCheung S, Chen X, Guan X, et al. Identify 
metastasis-associated gene in hepatocellular carcinoma through clonality delineation 
5 for multinodular tumor. Cancer res. 2002 ; 62 : 4711- 4721) 

^# B (lizuka N, Oka M, Yamada-Okabe H, et al. Oligonucleotide microarray for 
prediction of early intrahepatic recurrence of hepatocellular carcinoma after curative 
resection. Lancet 2003; 361: 923-929) <Df^m.WV<Dm^iZtii^^o ^BT^^^ 

20 (1) ^(OnWi^Xlb'DX. &.T<o::x,^yzf : 
(a) ^^i)^B total RNA ^U^V. 

(c) mtmmi^^^mmtvxm^wm-r^z.ii 

25 ^#t^*9l3:^i*o 

*fgBJJc:*5ViT«. mi^8lZ^-^n^mB:^<D'p%.m^it PSMBS Jtfe^, 
RALGDS 51^^, GBPl Mfe^v RPS14 jt-fe^. CXCL9 51^^, DKFZp564F212 
jt^T. CYPIBI l&Bi^. TNFSFIO jtfS^, NR0B2 it^-? ^ MAFB MB^. 
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BF530535 jte^x MRPL24 3l^^. QPRTjtfe^. VNNl jt^^JSLl)? IRS2 jlfe 

l^^-^.mi^-SlZm-^n^l&^f-OD^-^.M^lt. PZP Jte^> MAP3K5 jUS^. 
TNFSF14jife^^ LMNAit^^. CYPlAl iHS^^^O^' IGFBP3 e>75:^ 

^n^m^^(Dt>'h. VNNl jife^S.O^MRPL24a'fg^5&^e.75:^3tfe^-fe^;' 
X« PRODH . LMNA Jtfe^iRr)? MAP3K12 jtfe^;6^ 6 jtfe^ -fe y 

10 ^eiC^fe, F^BB1^2pjte^^UT 18S rRNA ^fflV^TlliJ^-r^l^JC^^. ^1 
~8 IC^^n^atfe^CDa-fe^ VNNime^. CXCL9jHS^. GBPl jtfe^Sir;? 
RALGDS 3tfe^*^e>^S]ftfe^"fe^;/ X« LMNA jt^^. LTBP2 jtfe^> 
COL1A2 mB^lBLXS PZP ]life^y«l>e>7&:Sjl^T-liy hJC-^*n^#lte^^ffl 

m.^^(D^^m(DmmU. @B^J#-^ 2n-l 2n (n « 1~114 (D^^^^^^T) 

20 VNNl 3ta^S:tJf MRPL24 M^^JO^ ^ :^ •Sil^^'fe h . PRODH Jt^^. 

LMNA jie^^S^y^^ MAP3K12 jKa^:^^ 5* i^cC ^]t{5^-fe h, VNNl jtfe^. 
CXCL9 jl^T. GBPl mm^JSLZS RALGDS il^^d^ e> ^^-S it^^-fe ^ h . MZS 
\Z LMNA mm^. LTBP2 31^^, COL1A2 l^^f-J^U PZP 3t^^^3&> :^ SJtfe 

(2) BH^J#-^2n-l J^r)^2n (n « 1 -114 ®MiC^^t)r) T5^$n^4IM3?U 
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( 3 )VNNlii^^^5:tA'MRPL24 ii^^d^ V h.PRODHjl^^. 

LMNA jt^^RtX MAP3K12 m.^=^1)^^tS.^^itBi^-^V V. VNNl 3t^^. 
CXCL9ae^. GBPl jt^T25:tf?RALGDSit^T^^e.J^^jl^5^-fe^;/ Ml^ 

(4) ^ l~8 {-^^tl^V^TtlT^J^Ojt'eT^^t^. S<Di?ffiffi^^yho 
±IH^$ nSJt^^t bT«, MAtf RALGDS ilfe^, GBPl A^"?. 
DKFZp564F2125i^^. TNFSFlOjtfe^Jtt^^QPRTjte^*^ tH^m^ ^Mitn 

10 ^ii>7S:< it) locDiHs^T&^^^tf e>n^o 

±|B^;^n§JH5^<i:bTJt. MAtdf VNNl jl^^B:tJ^MRPL24 Jt 
Bi^i)^?>-^^^Bi^'^y PRODHjtfe^. LMNA51^^SLDfMAP3K12 5ife 
'^i!}^^f3:^m.B'?-^y VNNl 31^^, CXCL9 51^^, GBPl jtfe^S:tK 
RALGDS m^^:^^ & Jtfe^-fe h ^ LMNA MB^. LTBP2 ]t^^> 

15 COL1A2 m^i^lkU PZP 3ife^55^6>?S:Sjlfe^'fe^;/ h;0^e)fd:^i^/?>^?>^*^$n 

25 mmommumm 
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So 

5 ^mm ^mmm^^'^<D^m mo^y^u-ry ^mmy"- ^-a^^, ^^^^ 

m^\tnm^m\zmt:>^mmi'tnmmm\zmt>^m^^) ^m^-r^^t^ 
10 ^WLhT^o :^mmu. mmy'-^^htizvx. mmo^)V7sWUzBm^mM 
mmmt c m!f^mmmmmt\z^i^f.^^^m^(Dm.m:sLnm^^(omm-A^^. ^ 

mBi^hmmt:(Dnmmm^t>-^^^<D^^iz^\^^x. mm\zmm^-^6umvr:im.m 
15 hm^t<D^mm^^M^'r^:iii\zj;:'DX. eM?>^^\z-^nrch<Dx;&^o 

So 

20 n^^mmt\t. m^mm:. -^mmmizn^vx^comi^ti-r^mmm^M 

e>nso mmmt\t. -^mr^m^ m^it3^j^±. n^h<\t4^&.±) n 
25 ^m^\^^mmm^Mmr^o 

mm\Z},t 51 mm<D stage I *3j;rJf stage II ©MJJSlS^^f -^^J^^^t Ufe, ^ 
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5 2. m.B^<om^ 

mw.<Dmy)^m-^nrcm<DW^m.f^t^^ total KNA^^mv. ^mf^o)-^^ i^u 

7V'^\Z^^m.B.^^M'fuy7-i)V^\t^'t^o total RNA ©ttmt^. rUm® 

25 ^mmx\-i.mznmizmm:\^xmm-^^^mx\mm-^n^miR^^^m'r^o 
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3. MBi'f-owm 

it, -^(ommmm^. M^m^^. ±m(2)(D:^mLmm(D:i5^xnm-r^o (4) 
fi^mmmmm'^'T}vW}m(D^m\zmmi'mAhxmm-^'it. M^mm^xo^mT^x 

10 MT^o 

±fB (1) tc43V^T, 3tte^^^0^m^^lt«> M^\t^JT)Vi$'-(A PGR 
<fc 0 fr 5. t-^to-fe. ±IB<D J: 5 JCf^SSbfc total KNA ilJ|R(D]Sft^3^^^ 
T cDNA ^-^fifef ^.PCR^^«7UiS(Dt)c6SrfflViS2:t*«-e#,PCR ©^^f^fe 

15 95t:i5 #Jc:MfrtT eo'Cc^i^ta; 65*0). 60 #^ 40 ■y--r ^7 ^ Vi "5 MM 

iiT ^ iH^^^M^^ ii VX it. M ^it. glyceraldehyde 3-phosphatase 
dehydrogenase(GAPDH), 18S ribosomal RNA (18S rRNA), 0 -Actin, cyclophilin A, 
HPRTl (Hypoxanthine phosphoribosyltransferase 1), B2M (beta-2 microglobulin), 
ribosomal protein L13a, ribosomal protein lA^<D/\07s tf > ifM^'T^m 

20 ^zLtf)^x^. mmmxdbnitm^^mwr^^iii-^^x^^o mm:^m\tmmm<D 
mx$>^. ZLZ.X. m^m<Dmn^^M. t \t. mmm^^mm i^u^ gufflncthreshoid 

line)^^fe^b, #-y->y;KDBa<itPCR"y--r iJ7;Vic, threshold cycle(Ct)M^^JS)-2> 

z.t\z^ri%^n^^<ox^y). ^mm<Dmnm^mm\t. mmm.B.^(D ctm. 

25 t-^^P^^mmMB.'T (^J^t^GAPDH) © Ct li^^bSlV^fc ACt jfiT^^tl^ 

'feoT^^o umm^m(Dmmz\t. (2 (-^^t)) cowcn'^x^m-x^r^L^o^m^^ 
^mm^i'^^-t^m'^\z\t. mmn.no^^n^^^n-Dxmmzm'^x.r^^cD 
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(i^cs/^i^^is^^^oT. i^uyiz-hiciAn, nmmzmmvrc%<D) ^m^^ 

Mann-Whitney U test) ^fflV^T, .h^BI3"rs jte^^ilS«J-r^ ^ 

!SI *3 V i T ^ ^ 3i ^ n ^ il e ^ b T « . ^ 5 ~ 8 ^ $ n § % © S o 
(24) 

^2 :c mum^mMm<on^mMmx. ^i^mn\z^^^xm'm%M't^n^'^ 

25 (10) 

^3 :B^)ffJM)!a3SiSlM©S^51®i^T.®$|5Jc:43ViT^^/Lii-r^jte^ (137) 
(104) 
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(48) 
(12) 

^8 •.cma^mmmmmonm^mmx'.mmz^^^xm^n.mt^^ikBi'i' (38) 
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1 


TNFSF14 


2 


MMP2 


3 


SAA2 


4 


C0L1A1 


5 


COL1A2 


6 


DPYSL3 


7 


PPARD 


8 


LUM 


9 


MSTP032 


10 


CRP 


11 


TRIM38 


12 


S100A6 


13 


PZP 


14 


EMP1 


15 


AI590053 


16 


MAP3K5 


17 


TIMP1 


18 


GSTM1 


19 


CSDA 


20 


GSTM2 


21 


SGK 


22 


LMNA 


23 


MOP 


24 


LTBP2 



smmmmm cmmmmm 

Bmmmmm cmmmmm 
Bmmmmm 
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\Z Ci^Bf iit!l£i5lJQ5S^ii3il$-r\ |^^g$P(cfcL^T^3K/L^i•r^it^£^ (10) (CNgood) 







25 


Ml 0098 


26 


PSMB8 


27 


RALGDS 


28 


AP0L3 


29 


GBP1 


30 


RPS14 


31 


CXCL9 


32 


DKFZp564F212 


33 


CYP1B1 


34 


TNFSF10 
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S3 BSBTiSffie!i<DS«ssaf-c.^si5ictetxT«sjtii-r«Jte* davxexgood) 











35 


HP 








25 


Ml 0098 




• 




36 


CYP2E1 








37 


HDL 








38 


GPX4 








39 


G0S2 








40 


HA02 








41 


ATF5 






cmmmmm 


42 


MT1F 








43 


CYP3A4 








44 


Scd 








45 


SERPINA7 








46 


AKR1D1 








47 


AL031602 








48 


TSC501 








18 


GSTM1 


Bi 






3 


SAA2 


BS 






49 


BHMT 








50 


HADHSC 








51 


FBX09 








52 


KIAA0442 








53 


KIAA0293 








54 


IGHG3 








55 


ADH2 








20 


GSTM2 


smtm&mm 


G^SiSi^p 


56 


PPIF 








57 


ALDH8A1 








58 


IGLJ3 








59 


HGN3 








60 


ADH6 






w»m wwMm P « ■ 


61 


AK02720 






GMSSSP 


62 


NET-6 








63 


GYP2D6 








64 


MAFB 








65 


GHR 








66 


KHK 








67 


ADFP 








68 
69 


LGE 
MPDZ 






GMffiSSII 


70 


TEM6 








71 


KIAA0914 








72 


KLKB1 








73 


Ml 1167 






GMffiilSi^ 


21 


SGK 


Bmtmmmm 




74 


EHHADH 








75 


MBL2 








76 


APP 








77 


MT1G 








78 


TPD52L1 








79 


CXGL10 








80 


AI972416 








81 


FCGR2B 








82 


IGL® 








83 


FLJ10134 








84 


PPAP2B 








85 


GDC42 








86 


HBA2 








87 


CYP1A2 






cmmmmm 


88 


CYP2B6 








89 


DKrZPOoDDl dZi 








90 


MTP 








91 


X07868 








92 


RNAHP 






cmmm&m 


93 


HLF 






cmmmmm 


94 


PPP1R3C 








95 


CDC2L2 








96 


NRIP1 








97 


GPD1 
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98 
99 
100 
101 
102 
103 
104 
105 
106 
107 
108 



KIAA1053 
ecu 9 
CRI1 
THBS1 
SLC5A3 
GADD45B 
AGL 
ADK 
IGKC 
CYP2A6 
GADD45A 



cm^mmm 



109 FU20701 

110 LOC57826 

111 SLC2A2 

112 GIRBP 

113 CGI-26 

114 DEFB1 

115 HMGGS1 

116 ODC1 

117 QLUL BM^m^mm ommmmm 

118 GYP27A1 

1 1 9 SULT2A1 cmmmmu 

120 AK024828 

121 PHLDA1 

122 NR1I2 

123 MSRA 

124 RNASE4 

125 A1339732 

126 HBA2 

127 AL050025 

128 CSAD 

129 SID6-306 

130 NM024561 

131 BCKDK 

132 SLC6A1 

133 CG018 

134 GNE 

135 CKLFSF6 

136 COMT 

137 AL135960 

138 KIAA0179 

139 c-maf 

140 OSBPL11 

141 R06655 CM&tSM^ 

142 KIAA04461 

143 IGF1 CMfijlMI¥ 

144 HBA1 

145 LOC55908 

146 ENPEP 

147 TXNIP 

148 KIAA0624 

149 ENPP1 

150 CYP4F3 

151 CAV2 

152 BE908g31 

153 LEGT2 

154 MLLT2 

155 FLR1 

156 TF 

157 DAG 

158 AI620911 

159 GBP1 

160 UGP2 

161 GADD45B 

162 SC4M0L 

163 BE908g31 

164 TUBS 

165 EPHX2 

166 SORD 
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^4 cmfif^mm<r>wmmi&mx'^ mmzt3i^xmm%mir^i^B=F (io4) (cxgood) 



"167 LEAP-1 

168 PPD 

37 HDL Sm^'MMU 

43 CYP3A4 BMJsilM^ 

107 CYP2A6 BM^ilS^ 

25 Ml 0098 CMI^^ilMi^ BM^ilMI^ 

169 RACE 

170 SLC27A5 

171 FLJ20581 

172 FLJ10851 

53 KIAA0293 BM^ilM^ 

173 C9 

174 AL354872 

175 AKR1C1 

176 PCK1 _ 

18 GSTM1 B^^iiM^ Bm^mmmm 

87 CYP1A2 BMMMMW^ 

177 ANGPTL4 

178 AOXl 

179 SDS 

20 GSTM2 Bmrnmrnm smmmmMm 

73 Mil 167 BM^iiap 

180 CYP2C9 

181 SIPL 

182 GLYAT 

75 MBL2 BM^ilMIP^ 

183 CYP1A1 

184 CRP 

141 R06655 BM@ilMi¥ 

185 AGADL 

93 HLF Bmmmmm 

186 NR1I3 

187 0A2 

188 CYP208 

189 P0N1 

55 ADH2 smmmmm 
92 RNAHP BmmMmm- 

190 AQP9 

119 SULT2A1 BM^MM^ 

191 SPP1 

192 KIAA0934 

193 AKAP12 

194 APOF 

195 FM03 

196 SLC22A1 

197 DOXR 

198 GYP3A7 

199 SOCS2 
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~Toi THBS1 : bMHSSS" 

41 ATF5 smmmmm^ 

200 BCRP 

60 ADH6 BMjSSM^ 

201 humNRDR 

202 GADD45G 

203 SRD5A1 

204 ABCA8 

61 AK026720 BM@ilMP 

205 APOC4 

206 FTHFD 

207 ISG15 

208 IGFBP2 

49 BHMT sm^mmu 

209 DNASE1L3 

210 SRD5A1 

211 E2IG4 

212 COL1A2 

213 G20oif46 

214 ESR1 

215 BLVRB 

216 LRP16 

217 SLC1A1 

218 ABGB6 

69 MPDz sm^MMm 

219 FBP1 

220 ALAS1 

221 IFIT1 

222 PPARGG1 

223 Id-IH 

224 RBP1 

225 CSHMT 

226 L0G1 55066 

42 MT1F sm^Mmm 

227 AGXT2L1 

228 T1MM17A 

229 SEC14L2 

230 MAOA 

231 MYC 

232 ACAA2 

233 AL1 09671 

234 ABGA6 

143 IQF1 smmmmm 

235 GRHPR 

236 HADH2 

237 AFM 

238 COL1A1 

239 MTHFD1 

240 NMT2 

1 08 GADD45A Sm^MW^ 

241 UGT2B15 

242 AR 

78 TPD52L1 SMfSMMU 

243 sMAP 

117 GLUL smimmmm smmmmm 

244 dJ657E11.4 
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^5 Bmsf^m.m(Dnnmmmx^. tmmztii^xmmizmt^i&B'f- (48) (BNbad) 



245 

246 
247 
248 
249 
250 
251 
252 
253 
254 
255 
256 
257 
258 
259 
260 
261 
262 
263 
264 
265 
266 
267 
268 
269 
270 
271 
272 
. 273 
117 
274 
275 
276 
277 
278 
279 
280 
281 
282 
283 
284 
285 
286 
287 
288 
289 
290 
291 



CTH 
OAT 
PRODH 
CYP3A7 

DDT 
PGRMC1 
AKR1C1 
HQD 
FHR-4 
AL354872 
FST 
,C0X4 
APR 
PSPHL 
CYP1A1 
ZNF216 
LEPR 
TOM1L1 
PECR 
ALDH7A1 
GNMT 
OATP-C 
AKR1B10 
ANGPTL3 
AASS 
GALR 
BAAT 
PMM1 ' 
RAB-R 
GLUL 
OSHMT 
UGT1A3 
HSPG1 
QPRT 
DEPP 
CA2 
FTHFD 
LAMP1 
FKBP1A 
BNIP3 
MAP3K12 
ASS 
ACTB 
PLAB 
EN01L1 
IGFBP3 
UK114 
ERF-1 



B! 

Bmmmmm 



cmtmmmm 



Bmmmmm 
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^6 cmfi^^&m(Dm^^mmis.nmmztsi^xmmyim-t^mm=f- iw ccNbad) 









292 


ALB 




293 


NR0B2 




267 


AKR1B10 




294 


MAFB 




295 


BF530535 




296 


MRPL24 




297 


DSIPI 




277 


QPRT 




298 


VNNl 




299 


IRS2 




300 


FM05 




301 


DCN 
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mn ^ws^^mMQ^nn^w^'^. ^^flJlc^3L^-c^3K/Lii•r'5^t^5^ (75) (BTbad) 









247 


PRODH 




302 


PLA2G2A 




303 


SDS 




304 


LGALS3BP 




305 


BACE2 




261 


LEPR 




306 


RCN1 




307 


MRC1 




308 


TM4SF5 




309 


NK4 




310 


PABL 




'^l 1 
oil 






312 


GRINA 




313 

0 1 w 


IFI97 
11 # 




314 


GP9 




0 1 V 


GA 




316 


P4HA9 




317 
0 1 / 


KYNU 




31ft 






31Q 








Ml A— nPRI 
ni— M UrvD 1 










391 


HTATIP9 






vava 1 1 




393 






3 9 J. 


MVP 

IVI V 1 




39*5 


5^1 n99A1 L 




396 


GMNN 




327 


G0M1 




328 


TM7SF2 




245 


CTH 


BM^^^^Ml^ 


329 


KDELR3 




330 


VPS28 




279 


CA2 


BMI^IS^^^ 


331 


SFN 




332 


NM023948 




333 


OPLAH 





5 
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oo4 




OOO 


INolU 1 


OCT 

267 


A U^Di Din 

AKKl blU 


OOO 


PI GDS 


oo7 


oLGZoAlO 


o o rt 

338 


SEPWl 


339 


CD9 


340 


UQGRB 


one 

285 


ASS 


341 


CPTl A 


287 


m A D 

PLAB 


342 


A A 4 

GPAA1 


O it o 

343 


HF1 


344 


GPX2 


345 


COPEB 


346 


NDRG1 


347 


SYNGR2 


348 


GOT1 


349 


P0LR2K 


350 


AATF 


255 


FST 


351 


OAZIN 


352 


RPL7 


353 


KIAA0128 


354 


CLDN7 


355 


ABGB6 


356 


GK 


357 


LU 


358 


TNFSF4 


359 


0SBPL9 


360 


GSN 


361 


1 ^ A 1 OA 

LGALS4 


249 


DDT 


362 


EIF3S3 


363 


SLC12A2 


364 


RAMPl 


365 


HSPB1 


366 


AI201594 



PCT/JP2004/012425 
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Bmtm^mm 



cmmmmm 
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W *3 




MM 




367 


BL34 






368 


AL022324 






369 


IGHM 






370 


TXNIP 






371 


FSTL3 






372 


AW978896 






373 


NM018687 






374 


L48784 






375 


AJ275355 






376 


PERI 






377 


CYBA 






302 


PLA2G2A 


Bi 




378 


SGK 






379 


FKBP11 






380 


AI912086 






381 


IGLJ3 






382 
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m.Bi^Mmm T'^^r a-m^^BB^j© dna bb^j^s mKNA m^i^^r 

variant JL^V>^ > h n >1i5t&^66fc1t#g 

^<jt#J7'^-1"7-t*^SlX^V>}C^fej&^Sa;'5 ICbT. mRNA fcttT&^^Hil^ 
10 J: -5 t^I^ti- 1" ^ o ^ web software TprimerSJ (provided by Steve Rozen 

and Whitehead Institute for Biomedical Research) V^^TT^^-i' "^ — (DM^Yi^l^ 
$€,1:: BLAST (NCBI) search -ejfc^n v^-^^^^frV^. ^iKlB^J'^®^ 

^^bVir/^-r x'-<DiB^J#-^^— IS^2n-l 35.lK2n (n 1 ~114®S^^^ 
15 t)-r ) \Zm-to ^mm\Z.:jQ\,^X\^. 2n-l lC.fcD^^n^:/^-r^— t 2n \Z^KI 

■ n ^ 2 aif-Si:. SB^J#-^ 3 tSB^J*-^ 4 (^^ ^-f "T-O-fe >y h ^^gffl-T ^ t 
3C>«T#So i^lC$f ^UVi":/7-f -T-tt. nf)^2. 4. 7. 9, 17 -e:^$n^:©'& 
20 T^So 

25 ^i)-^^(DWjm^z^^'^^ ^ Lxn^n^^i^'^mm ut t)^v^o 

CAT. mmm\z^y):i^mm^^^izM:i^mzmm't^o fttzv. :$imm\t^n 
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mmm i 

nmmM(Dmfs:^^m^m\^^xmiRi^mm'^uy 7 ^ }vm^^ff^rco tnm ^ 
stage I, ii(D simm^^Miivrzo m'^4.^sk±n^(Df3i\/^ 5 Mh. m^^i 
^i^};^\zn^hrz. 5 m^mxs. Affymetnx HG-U133A T u-i xmmM^^nfSi 

10 -oTco 

M^^U^iyfcUWiiZ TRIzol regent(Life Technologies, Gaithersburg, MD)^JJOA 
total RNA ttm ^ T miR b ;^ o 

20 'B-^>':/)VmiZ'D^ ISdg <D total RNA trffiitb, Affymetrix th GeneChip 
Expression Analysis Technical Manual t;:S'C?ViT^ b'::^^ >^ii cRNA ^-q-JSK U 
fco T7-(dt)24 Superscript nMfe^l^* (Invitrogen Life Technology) 

^fflViT> imr^Km^'^f^-'mcDi^A^^^vfto -e©^. e. coudna u:^ 

—if, E. coli DNA 3}^ U ;^ ^— if , E. coU RNase H ^JP^ 16X: 2 ^mj^J^^-^'^. 
25 T4 DNA U ^ if ^JPAT-*^ cDNA ^^rnVTci. U - >T 

y ^ff o f:L^^ BioArray high yield RNA transcript labeling kit (Affymetrix, Inc,CA) 
^m^^X.37X: 4BtF^ in vitro te^b> H:t5^>Sl^ cRNA fife bfeo Technical 

manuan3^::)'#> A-f :/U if-e> 3 >:/n-:/lt?-^:^^^mb, yi/A-r:/U 
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t/xf -^v- 3 >'§r 45'C 45 ^m^^it GeneChip HG-U133A (AfIymetrix,Inc,CA ; 
22283 m(Di: ^at^^:a5-^*nTV^:5)^^:;bqx.x ^^^^V^-i-^—i^B^^ 45X: 
16 Bt^^^ff o fco ^ ^ GeneChip Fluidics Station 400(Affynieti:ix,Inc,CA)^ ffi V ^ 

rH'i;?Vl2:T^^^ffo:fc„ HP GeneArray ;^ ^ — 

(Affy metrix,Inc, C A) } 21 T :^ =3^ ^ >- ^ o o 

x^:^^S$lf GeneSpring ver.5.0 (SiliconGenetics, Redwood, CA)^M^^Xff^ 
tCo normalization F^^tt^JIffl =2 V h n BioB (D^'^^'T^i^^^m 

*3d^o, ->^-^/l-:7 7 s^^^^S^IS 1 ^^^yX'^j present (D^M^^^MMt L-fCo 

7444 5t^^;as^^ t 19 , i^m^xi-iwm^mmxmmmmx 2.5 i^iji_h^(^fe 

■^c^^^. ?^«9 3ZiA>fc 7444 5t>^-=f--C% S^Jfe U/fc «9 (3C»#^tl5^T- 2.5 i^g^ Ji 

^(Z>fe55ft^^fi. up34^i: downss^. mumx 3 i^U±^<Dh^m.B'^i-t. 

up215l@^ downllO^T?fcofc:o r ^e)(Dft'-r* B M/C M^all^SBJ^i 

^s§is/#^^sp*jii2:^^/Lii-r 5at^^^;&5fc «9 . nmts: u-e 5 nm^ \)xio 
mxth^tio (^9)0 

h(DXh ^fcib 402 XnfJ:< 401X^^o 
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J^^^f(^^|Biil*3V^T> ||l#@OT/V:7r-<5/ hf:ir>^/^;^oaig<Sr:^U. fBj 
t4 B MfPi^ei^^/i^x, rcj « C MJifi^^^^'i'/v:^^a5fei-^o m2#g(DT/v:7 
r-<vV<D TNJ Ttj f:i5S$|5^^^-f-'5„ ^UT TbadJ fiW^-f-^. 

fgoodj f«BjSM^it^i-5o 
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9m. jslzs^g \z:i5n^nm^mm(D4^m^\z:is^^xmmyhmt^m:&^ 
(cNbad) (Dum(o. -^ti-ai ^©jtfe^jcii bT. n^mm^Bmmt(Dmm 

5 ffibfeo 

total RNA ^izm^-t^ DNA (DBW^^^'t ^tdb. DNase I (DNase I 
(TAKARA SHUZO, Kyoto, Japan)T37t:. 20 ^BMVTz^> TRIzol regent 
3*1 Mbfeo 10 At g © total RNA <£fflViT 25 unit (D AMV reverse transcriptase 
XLCTAKARA) t 250 pmol (D 9-mer ^ > ^ A :/^-r"7 — ^"^t^lOOMl ® SiiS^MlCl 

0 ^^mm^Km^n^fzo 

U T;i/^-1'APCRlc:li.-&J?fecDNA t:#>«r0.25~50ng*i^"r-:?fflViTff ofco 
SYBR Green PGR Master mix (Applied Biosystems, Foster City, CA) <D25n\<DK 
^S^l^^ffl ViT ABI PRISM 7000 (Applied Biosystems) \Z^K>. ^^Ittlfi^ 95*C, 
lO^fj-DtcO:)-^. 95V,l5mzm.n'Z 6(fC{^tz.\t.65V,). 60 40 ^^Vi b 45 it 
5 -r ^;i'tVi5^#l?PCR^tf o/to 

#•!}->:/ ;KOI^^H5^2p3ife'?t UT, glyceraldehyde 3-phosphatase 
dehydrogenase (GAPDH) X« 18S rRNA ^ffi V^T+B^W^a^^/r, *5^tA— §15 

*^S5itf^fKfcfflVi^c„ mMmffim.miiti.^mmm. (threshold line) ^^^\y. # 

0 ■y->:/;KDgg^ii PGR U--r threshold cycle(Gt)<it*^Jse) fee ^e^jt^^® 

Ct{il/&^e) GAPDH X« IBSrRNA ® Ct {B^^ b §1 V^;/c AGt M^^Jt). m^-^ 

jt^^m UTfPtttCffi VifCo t'J^«-r^T duplicate Tff -3 
^11 A. ^11 B. ^12A :j3J:lK«l 2B JCcfeV^T. Fv-fi^DT Wi — 

v-r i^nri/'f^l/ftc^Virce^Ri (^i oax«b ®5!2iM#-^ 59. is. 
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6> 14, i5> 44) <D^mvcR<Dmm^^. nmrnmrn mmm^sg. is, 6) t 
^mm mmm^u. is, 44) ^KOjt^^Jt), i.s j^±Tafeo:/^*)®5&«, mmm 

rOJ Jfe:j3, ±^it\t 1.5 &.±. $f*U<«2i^A±Ta5SCt3&W^ 

-r i7PTi/'r .h— (Dm(D rxj ^v-r ^nTi^-r iJtTS:*)®?^^ 

^1 lA, ^1 IB, ^1 2A^^ZSmi 23 lc::feViT, FffiMj tJ^, 22&m 

xitnnnWii!)mmvx\^^^ 31 &m<Dmm^mmm t. * t © ^ rai ^: o r^i t , 

SI IB *5J:ti^Sl 2B JC*5ViT, r2Wrp10D^lc^J ©^P^fc:, 24 <^^£ilF«3^ 
^19^f!li40'Jr^i^±S^®i^Vi6^«^J (kl IB, Si 2B r2PFBl©#jt^J 
*i±^) 'bb<tt 58 ^^j^;^±^S^©7^Vi4^^!j (Si IB, S12B ^ 

15 Wlc^J fflSTI^) .iKD^^T, Witlc^i^a(Dmvi©^^i^fe®lc:oViT, p « 

(Mann- Whitney U test) ^7Ss\^fz.^ 

ISJ^lCffiVifc::^^-r^-iHa?iJ (•t>7.^ (Il), T>5^'fe>7.ii (M)) ^Sl 
lA, SI IB, SI 2A*3J:t^Sl 2B fC^f (iH^J#-^ 1 ~ 8 8)0 

20 (CNgood) © 9 {@&^^«f bfc^:^^S 1 1 A WtSm. 1 1 B JC:^f o S 1 1 A Ji, 
SI OA fC:^-r!lS^J^^^tC:, |*lg|5^ip5ie^lCGAPDH^fflViTSl lAfC^ 
■r^#T^a PGR ^ff o fe^llf ^:^^^f o 
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^nL\% 18S rRNA V^TS 1 2B lC^r^#T^»PCR ^fro fc0«f 
•To 















OAPOHHIE 




4SBS 
(GAPDH) 


(18S rRNA) 


(GAPDH) 


2«¥m«Sft 
(IBS rRNA) 


1 


ALB 


-nr- 


CAAAGCATQQQCAGTrAGCTC 


6S 


601C 




— X xi5:64) 
















CAAGCAQATOTOCATGGOAQ 


66 














0Jk22O 


2 


NR0B2 


n 


TCITGAACCCCGATQTQCCA 
AGGCTQGTGGGAATGGAOTT 


87 
68 


65^ 


x(1,13) 


X(1J14) 








3 


AKR1B10 


na 


CTTQGAAGTCTCCTCTTOGO 
ATQAACAQQTCCTCCCGOTT 


69 
70 


60"C 


x(a83) 


X (0.62) 










4 


MAFB 


OR 
a£ 


GACGTGAAGAAGGAQCCACT 
OGCCATCCAQTACAGATOCT 


71 
72 


60% 


x<0.71) 


XX (0.61) 


f=0.422 
(P=0j0171) 


reO.501 
C[t=0.0036) 




0.0281 


S 


BF530S3S 


09 
i£ 


TGGCATAGTGGCTTGATTTG 
TCAGAATCCCCATCATCACA 


73 
74 


60% 


x(0^ 


X X(0.48> 








0.0488 


e 


MRPU4 


119 


CAGGQCAAAGTGQTTCAAQT 
TCTCAGTGGGTTTCCTQTGC 


76 
76 


65% 


X X (0.46) 


X X (0.31) 


r=0.431 
(p=aj>147) 


r=0.483 
(psO.0093) 


0i)083 
Oj0040 


0.0083 
0JM26 


7 


DSIPI 


ns 


AACAGQCCATGGATCTGQTG 
AGGACTGGAACTTCTCCAGC 


77 
78 


65% 


0(2.57) 


0(1.75) 










8 


OPRT 


m 


AACTACGCAGCCTTQGTGAQ 


79 


65% 


X(D.72) 


X x(0.54) 








0.0075 








TGGCAGTTGAGTTQGGTAAA 


60 






X x(0.41) 








0J)231 


9 


VNN1 


£9 


GCTQGAACTTOAACAGQQAC 
CTGAGGATOACTGGTATCGO 


81 
82 


65% 


X x(0.65) 






aooia 

OJ)035 


OilOOS 
0:0074 


to 


IRSZ 


in 


CCACTCGGAOAGCTTCTTCT 
GGATGGTOTCGTOGATQTTO 


83 
84 


65% 


x(0.78) 


X x(0.63) 


tsQ^ig 
(psOAIBI) 


r=0.462 
(ps«J0082) 






11 


FM05 


KR 


ACACAQAQCTOnraAOTQAQC 
TCCAGGrrAQQAQQQAAQAO 


85 
88 


60% 


X(1J«) 


XX(0.62} 










12 


DCN 


KR 


CACCAGGTACTCTGQTAAQC 


87 
68 


60% 


x(MO) 


x(0,77) 











xttSj!)Vji^ofct<D» X xttffi^iHUfctrotni'i-. 
2»M(DWSS^r«. 24>r^ iSli^S«l9i£«^40{r^ m^4»t<IJ:S8^^ JU±)9«a)«l'6!£09(±a)4*L<tt4&^ 



^ODj^m, ^^Ttiif SDte^M^l 2f@©-5-^. GAPDH 
18S rRNA Sffi V^fe^i^lClH, ^-T □ T l/^T ©ft^t— ifeLfe»e^« 1 
U*^L. I^§|5:^2pjt^^(;i GAPDH S:^Vifct^J;:t*. MAFBM^ 
tF. MRPL24 3t^T. VNNljie-?, IRS2 itfe^^, WitlcM<Z)ffiBIS:^bfeo 
^fe, rtOT2pjieTJC18S rRNA ^ffiV^fei#^C«^IR0B2ii^^^ MAFB 51 
fe^ . BF530535 il^^. MRPL24 jlfe^ , QPRT jl^^. VNNl 51^^. IRS2 
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m^'f^m-r^f^w^^^Mm^^tvx.FSMBs ralgds jt^^.oBPi 

jte^. RPS14 a^T. CXCL9 it^^^ DKFZp564F212 itfe^. CYPIBI 
TNFSFIO itfe^. NR0B2 jt^^, MAFB jlfe^. BF530535 Jt^^x MRPL24 
5 Jte^. QPRT ]tfe^, VNNl jte^Jtll^ IRS2 3tfe^i:Vi«5 1 5m<DmB^ti^ 

PSMB8 l&Bi^ (LMP7 l&^^h'h "5 ) : proteasome subunit, beta type, 8 ® jl 

RALGDS 54^^ : ral guanine nucleotide dissociation stimulator <D^^^ 
10 GBPl jft-fe^ : guanylate-binding protein 1 (DMBi^ 
RPS14 jtfe^ : : ribosomal protein S14 ©j&^tP 
CXCL9 Jt^"? : chemokine (C-X-C motif) Ugand 9 ©JS^T" 
DKFZp564F212 itfe^ :H-r*>'yyA:/Dbx^b XM. $ tlfc^^ jtfe^ 

15 CYPIBI ji^^ : cytochrome P450, family 1, subfamily B, polypeptide 1 <Di&^ 

TNFSFIO : TNF (Ugand) super family, member 10 CD IBS T? > TNF-related 
apoptosis inducing ligand (TRAIL)Ojl'fe^ 
NR0B2 ^Brf- : nuclear receptor subfamily 0, group B, member 2 ©51 -BT^ 
20 MAFB : v-maf musculoaponeurotic fibrosarcoma oncogene homolog B (D 

BF530535 jt-fe^ : jHS^j£t»:^^'l^^$nT:fe 6>"r. ^tg^SU 'bT^TViT^Vi 

MRPL24 jS-^^ : mitochondrial ribosomal protein L24 (OWi^^ 
25 QPRTift-IST : quinolinate phosphoribosyltransferase ©jl-feT 
VNNl 51^^ : vanin 1 ©itfe^ 
IRS2 5S^^ : insulin receptor substrate 2 ©Jt-fe^ 

33 



wo 2005/021745 



PCT/JP2004/012425 



3 

ai3 Bmft^m\!i^mm.m 









1^^^ 


stage 






67 


M 


45 


CH 


n 


>99 




87 


M 


45 


CH 


1 


>92 




85 


F 


64 


NL 


n 


84 




93 


M 


58 


CH 


I 


>67 




94 


F 


59 


LC 


I 


>66 




60 


M 


60 


NL 


I 


64 


mmm 


35 


M 


69 


CH 


I 


>48 




45 


M 


68 


CH 


I 


>48 




84 


M 


51 


CH 


i/ii 


47 




54(86) 


M 


.52 


CH 


n 


27 




47 


M 


36 


CH 


I 


23 




8 


M 


68 


CH 


n 


17 




13 


F 


51 


CH 


I 


14 




42(88) 


M 


74 


CH 


n 


14 




89 


M 


45 


CH 


n 


9 




9 


M 


44 


CH 


n 


7 



CH: ItttlFFiJJ. LC: fF^WU. NLiE^lffo 
stage lAllts i:*,bA^T'(*fc'S>A<:^B^o 

10 mmuL(D^mtit. w^^X'<D^m<Dm. m^m^-c^tm^*^^h>H^dii^=b<D=^^t^c 



m. 1 \z^n^nwMmm(oti^^%\z^^f^x^myLm't^mB.=f- (BNgood) ® 
(BNbad) (^47ffl®, -^it 71 bT. nmmmLmm&h<^m% 

15 €r^f^bfc, 

^mmt>Fm^ummfi^h. iM^nm i total rna 
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total RNA ^\zmtE-r^ DNA (DBm^^^'t ^tc^. DNase I (DNase I 
(TAKARA SHUZO, Kyoto, Japan)T37'C. 20 ^^-^ftSbfe^, TRIzol regent T 
nWMihT^o lOjLtg CD total RNA ^^V^T 25 unit (D AMV reverse transcriptase 
XL(TAKARA) <h 250 pmol <D 9-mer ^ — ^^tf 100 M 1 (D^m^iZ 

5 ^vmrn^Kj^^n-Drzo 

^JT)V^^A PGR -g-^ cDNA $r # ^ 0.25-50 ng^B^f-^fflViTfroifec 
SYBR Green PGR Master mix (Applied Biosystems, Foster Gity, GA) CD 25 At 1 CO 
Jt^mU^m ViT ABI PRISM 7000 (Applied Biosystems) JCli 0 . ^^JD^^ 95*0. 
10^^ffo:feCD-fe, 95t:i5#lCi^ttT60'C(*;^«65'C), 60^^ ^ )V 

10 tVi-5^#TPCR ^ff oifeo 

#-y->y;KD|*I^@2pjife^i:bT, GAPDHX« 18S rRNA V:»T«6^6!l 

15 fe^^^a/F*g^^2pjie^%?§«cDit^^tiibTMicffiVifco ay^«t--^T 

duplicate Tfr o fco 

^1 4:feJ:I5^^1 5 rv-f ^ PT W-f i:— i5:J ^mm2(DUmi^n 
mz. ^U7V^m^\zm^^fz^m (^l 3©-g|^#-^ 67> 60, 13> 9) ® 
J£SPCR a)^m3&^e>. S^ilMf^ (igif!l#-^ 67. 60) t^-^P (5^M#-^ 13, 
20 9) i:©lt<&^86, 1.5iy.±-efeofe'b©7&^ 1 (D^^-i ^ UT U-i (D^mt: 

-m-r^z.t^Mm'r^. ±mit^^ 1.5 &.±. tti^^v<\t2&.±(D%(D^o^v 

Tz. roj izmm-r^-fy^^ZLp^cDWiimtitcDm^^iro ^-^-i ^uTU^ 

25 ^1 4^^xsmii 5f^(D mm] omit, nm^^^^m^i^xi^^ 10 mm<D 
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v<\t6o^n&.±n^opi^^6-^m ((^14. mi 5^ r2^K0Wic^j m 

T^) t(Dm^. >tSlC^31»pmVi<D&o:fefe®tc:-C)ViT, p #(Mann-Whitney 
Utest)^^bfco 

4^^xsmi 5\z^-t mmmn8 9-2 2 8)0 

(BNgood)© 24 m^m^vr:iuw:^m 1 4 {d^To ^ 1 4 ^13 iz^-rmm 

^M^\Z. GAPDH X« I8S rRNA ^ffl V^T^ 1 4 

PGR ^fr ^^"T o 



S14 rBBiHitttffiHBW«ggB-g. jw«w=isi'TaBotaf«-«»6»jaapcRg>ea 













aoE 




lUlS8tf»IAtt]0 


(GAPDH) (IBSrflNA) 


(GAPOK) 


OSSrflNA) 




TNFSFl4 


— sr- 


CTOrrTQQTCAGCCAQGAGT 


89 




6^6.11) 


0(^36) 






0.0065 








QAAAGOCCCQAAOTAAGACO 


80 












2 


MMP2 




OAA6QAO0GQTTCATTTGQ0 
QAACAGAGOCTTCTCCTCCT 


61 
92 


60\: 


0(3^ 


0(2.09) 








3 


SAA2 




TOOTOQQQGQAAOTATGATQ 
GOOOTOTOAaTCTOrrGQATA 


93 
84 


60t; 


O(&20) 


0(2.47) 








4 


C0UA1 


n 


GGAAQAQTQGAQAOTACTGQ 
ATCCATCGGTCATGCTCTCG 


85 
86 


60% 


0056) 


x(1^ 








S 


G0L1A2 


m 

at 


QTATTCOTGGCCOTGTTQGr 
CTCACCCTTQTTACCQCTCT 


87 
88 


60% 


Oa92) 


0(1.52) 








6 


DPYStS 


HH 

at 


OTrTQAAQQQATGQAQQTGO 
ATGGTACATGCCOOTTQQGA 


89 
100 


65% 


0(1^ 


x(a78) 








7 


PPARD 


m 


GbCCTCTATOGTCAACAAGQ 
QCQTTQAACTTGAGAGCAAA 


101 
102 


60% 


x(1.04} 


X x(a40) 








8 


LUM 




TACGAATQQTGCCTCCTGGA 
CCACAQAOTCTGTCAOQTTG 


103 
104 


60% 


x(1.38) 


X (0.82) 








S 


MSTP032(RQS5) 


m 

at 


GTGGAAAQGQCCAAQQAQAT 
TCTGQGTCTTGGOTGQTTTO 


109 
106 


60% 


0(1.78) 


xCliW) 








10 


CRP 


m 

at 


TQGCCAGAGAGACATGTGGA 
TCQAOQACAOTTCOOTQTAG 


107 
108 


60% 


0(3.43) 


0(1,60) 








11 


TRIM38 


n 

at 


TOrrGTGGAGQCTQQAQAAAQ 
GTTTCCAGCTFCACAGCOCA 


108 
110 


68% 


x(1.18) 


X x(D.49) 








12 


S100A6 


US 

at 


ATTQQCTCQAAGCTGCAQQA 
QQAAGGTQACATAOTOCTGG 


111 
112 


60% 


0(1.83) 


x(a87) 








13 


PZP 


m 

at 


TACTCOAATQCAACCAOCAA 
AACACAAQTTQGQATGCACA 


113 
114 


65% 


0(4^9) 


0(2.15) 


rsO.717 

(p=aoi7i) 






14 


EMP1 


at 


TGGTGTGCTGGCTGTGCATT 
QACCAGATAGAGAACGCCGA 


115 
116 


60% 


0(1.65) 


x(a92) 








15 


At590053 
(AU 37672} 


nn 

at 


GTGAATOCCTCTOOAOTGGT 
TTCTGTTCTGACQCCAAQTQ 


117 
118 


65% 


X(1^0} 


x x(0.46) 








16 


MAP3K5 


m 

at 


GTTCTAGCCAQTACTTCCGO 
AOTCGGTCCGAATTCTTGC 


119 
120 


60% 


Otm) 


x(a69) 




00528 




17 


TIMP1 


Ria 
at 


ATTCCGACCTCOTCATCAGQ 
GCTGGTATAAQGTG GTCTGG 


121 
122 


60% 


OC2.91) 


0(1.62) 








18 


GSTMI 


m 
at 


G0ACTT7CC0AATCTGCGCT 
AGGTTGTGCTTGCOGGCAAT 


123 
124 


60% 


0(3.18) 


0(1.64) 








19 


CSDA 


in 

at 


AGGAQAGAAGGGTGCAGAAG 
CCTTCCATAGTAQCCACQTC 


125 
126 


60% 


0(2.50) 


X(1.09) 








20 


GSTM2 


ICS 

at 


ACAACCTGTGOGQGQAATCA 
GGTGATAGCAGAQTTTQGCC 


127 
128 


65% 


0(1.82) 


x(0.75) 








21 


SGK 


m 


GCAGAAGGACAGGACAAAQC 


129 


60% 


0(1.75) 


x(a71) 












at 


CAGGCTOTTCGOTAAAGTCG 


130 












0.0282(at) 
0.0547 (at) 


22 


LMNA 


HIS 

at 


ATGGAQATGATCCCrrGCTO 
AGGTGTTCTGTGCCTTCCAC 


131 
132 


60% 


K(1.11) 


X x(0.50) 






23 


MGP 


na 
at 


GCTCTAAGCCTGTCCACQAG 
CGCTTCCTGAAGTAQCQATT 


133 
134 


60% 


0(3.12) 


0(1.83> 








24 


LTBP2 


hb 

?^ 


GCGACACAGGAGTGTCAAGA 
TGACCATGATGTAGCCCTGA 


135 
136 


60% 


0(2.20) 


x(1.21) 









xtt«A<<fA^-3fct«), X x|iat«B!IUfc4,©S5i^. 

=tSBSfcl4.l5ft^tt*<»SLTt>*l0S^J(0ifig?^«3S*tS»*T?OJ«fatrofWiefflMS*Ufc%ffll=o 

2S¥iiQd)W£S^(i. 24y ^ tsiifinm&mtAQ^]^ £Ui4iU<ii6ov^ isk±nHo>tii^B&.m i±mti.<m&m iTm topRv. 

Ml=AW09aat^a>^o&^a)l=Ol^r« p{a(MBnirWhitney U test}£jj(L/2:. 
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»^ iSe^ lia/ifi :/^'<T-E5il (y-a) jai bSSSSe) SiasrWiAaiD (QAPPH) SriWA) g(GAPDH) (lOSrRNA) 



i CTl4 Mfl TGAATGGCCACAQTQATQTT 137 6^^ OU.47) UiauCOJ 









CCATTCCOrmTGAAATQC 


138 






0(11-86) 


2 


OAT 




TCGTAAGTGQGaCTATACCQ 


139 


60'X; 


012.70) 








CTGGTTGGGTCTGTGOAACT 


140 






0(22.30) 


3 


prodh 




**Trt » f A f» r»ft n fjrnT AHTTT 
U 1 UAwwAwwUUU i U I /\w 1 1 1 


141 


60% 


0(4.61) 






)£ 


QACAAQTAQQQCAGCACCTC 


142 






x(1.27) 


4 


CYP3A7 




QQAACCCGTACACATQQACT 


143 


&fc 


X x(a39) 








AACGTCOAATAQCCGTTACG 


144 






0(4.42) 


5 


DDT 


SB 


COOCOACSTTCTTTGAQnTC 


145 


60*0 


>«(1.04) 




m 


OATOAOCOTCCCTATCTTGC 


146 


65t 


X(1.15) 


0(3.48) 


6 


PGRMC1 


n 


TATGGGGTCnTQOTQQAAQ 


147 






GCCCAOOTGATOATACTTOA 


148 




x(1^ 


0(3^5) 


7 


AKR1C1 


m 


GGTCACTrCATGCCTOrrCCT 


149 


60% 






TAT66CQGAAGCCA00TTCA 


180 






0(5.80) 


8 


HGD 


m 


CACAAGCCCTTTQAATCCAT 


151 


60% 


O0.01) 








TOTGTCCAGCTOOAOAOAAQ 


152 






0(1.85) 


9 


FHR4 


na 


TTGAQAATTCCAGAQCCAAGA 


153 


60% 


x(0J3) 








CAOOOATOTTCACCACACAG 


154 






0(6.80) 


10 


FST 


n 


AAQACCGAAGTQAQCAA6GA 


155 


65% 


0(3^8) 






TnTTCCOAOGTCCAOAGTC 


156 








1) 


C0X4 


n 






- 


- 




12 


APP 


0 


CQQGCAAOAOmTOrrTQA 


157 


60% 


x(l^8> 


0(4.13) 






>£ 


TGCCTTCCTCATOOOCTTAT 


158 


60% 


0(4^7) 


0(5.44) 


13 


PSPHL 


IS 


TOCAAOGATGATCTCOCACT 


159 






i£ 


AQCATOOQATTCCTrCTTCA 


160 




0(2.77) 


0(11.30) 


14 


CYP1A1 


sn 


TaATAAGCACQTTQCAQQAQ 


161 


65% 




AAGTCAGCTGGOTrTCCAQA 


162 






0(5.39) 


15 


ZNr216 


0 


QQTGTCAGAGCCAGrrGTGA 


163 


60% 


0(1^4) 






i& 


AAATTTCCACATCGQCAGTC 


164 






0(14.99) 


16 


LEPR 




CCACCATrGOTAOCATTTCC 


165 


60% 


0(5.76) 






iS 


CCCCTCACCTGAACCTCATA 


166 






0(^61) 


^7 


TOM 1 LI 


E9 


TiTTCTQQAAOATrCAAATTCA 


167 


60% 


x(a89) 




a. 


CACTmTQTCATGOCTGGA 


168 






0(3.49) 


16 


PECR 


na 


TGCAGTGQAATACGGATCAA 


169 


60% 


x(1.19) 


i£ 


GGAAQCAQAGCACAQAQGAG 


170 




x(1.34) 


0(a45) 


19 


ALDH7A1 


89 


AGTGQAAGGTGTGQGTGAAG 


171 


65% 


afi 


GAACCATACACTGCCACAGQ 


172 






0(0.15) 


20 


GNMT 


CR 


CACTTAAGQAGCQCTGGAAC 


173 


60% 


0(1.82} 




iS 


nTGCAGTCTQGCAAQTGAG 


174 




x(1.27) 


0(3.50) 


21 


OATPC 




QCCACTTCTGCTTCTGTGTTT 


175 


60% 






TOCACCATAAAAGATGTQGAAA 


176 




0(2.92) 


0(8.05) 


22 


AKR1B10 


JK 


CCTCCACTCATOTCCCATTT 


177 


60% 








TCAAGCCATGCTTTTCTQTG 


178 




X(1.16) 


0(aJ7) 


23 


ANGPTU 


m 


ATrTTAGCCAATQGCCTCCT 


179 


60% 






CACTQGTrTGCAGCQATAGA 


180 




0(2.04) 


0(6.83) 


24 


AASS 




ATrOQTGAATrGQGATTGGA 


181 


60% 






QAAGCCCACCACAGTAGQAA 


182 




X(1.12) 


0(2.77) 


25 


CALR 


m 


TGGATCGAATCCAAACACAA 


183 


60% 






CTGGCTTGTCTQCAAACCTT 


184 




x(1.15) 


0(4.06) 


26 


BAAT 




CTCCATCATCCACCCACTTT 


185 


60% 




GQAAGGCCAGCAAGTQTAGA 


186 






0(3.53) 


27 


PMM1 




GCCAQAAAATTGACCCTGAG 


187 


60% 


X(1.04) 








CAGCTGpTCAGCGATCTTAC 


188 


60% 


x(1.15) 


0(3.78) 


28 


RABR 


« 


CCCTCATCGTGTCAAQTCAA 


189 








AGCATCAAACAQACCCAACC 


160 






0(2.41) 


29 


GLUL 


H 


TTGTTTGQCTGGGATAGAGG 


191 


60% 


X(0l85) 








GOTCTQTCCGGATAGCTACQ 


192 






0(3133) 


30 


OSHMT 


m 


GCOTACAAGGTGAACCCAGA 


193 
194 


60% 


x(l.20) 

















a0389 
a0547 
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31 UQT1A3 



H TQACAACOTAiaUUAri lUU 
COAOAOAAQACCTATQATAQA 

32 HSPG1 n CTCAAGQATQACGTQOGTTT 

i£ QATTTOCTOTGOOCAATTCA 

33 QPRT tn AACTAOGOAQCCrTTGGTOAQ 

ffi TQQOAGTTQASTTOQaTAAA 

34 DEPP n QATQTTAOCAATCOCQTTCa 

iS TGGQCTCCTATATGCGGTTA 

35 CA2 El TQCTTTCAACGTQGAGTTTQ 

JE COCCATATTTQOTGTTCCAO 

36 FTHFD M CAAAATGCTGCTGGTGAAQA 

OCCTGTGTCAGCTCAAQGAG 

37 LAMP1 fSA QTCQTCAGCAGCCATOTTTA 

i£ QQCAGGTOAAAGQTCATQTT 

38 FKBPtA 01 QQQATQCTTGAAGATQQAAA 

CAGTGGCACCATAGQCATAA 

39 BNIP3 VR OCTCCTGGQTAGAACTGCAC 

j£ GCCCTQTTQGTATOTTQTGG 

40 MAP3K12 JQ TTQAQQAAATCCTGGAGCTQ 

ffl TTGAQOTCTCGCACCTTOTT 

41 ASS m GTQATQQAGTACGGAAAGCA 

CTCGAGAATGTCAGQOGTOT 

42 AGTB 0 ACAGAGCCTOGCCTTTGO 

ifi CACQATQaAQGGGAAGAC 

43 PLAB 0 GAQCTGGGAAGATTCGAACA 

i£ AQAQATACQCAQQTQCAGGT 

44 EN01L1 H GAGATCTCGCCGGCTTTAC 

i£ CQCGAGAGTCAAAGATCTCC 

45 IGFBP3 m CAGCTCCAGGAAATGCTAGTQ 

)£ GQTGGAACTTQGGATCAGAO 

46 UK114 MS QAGGGAAQQCTTAGCCATQT 

TTGAAGGGTCCATGCCTATC 

47 ERF1 in GCCTGTAAQTACQQaQACAA 

ffl OTOTTCAQOOTTGTGQATOA 



— flT" 

196 
197 
198 
199 
200 
201 
202 
203 
204 
20S 
208 
207 
208 
209 
210 
211 
212 
213 
214 
219 
216 
217 
218 
210 
220 
221 
222 
223 
224 
225 
226 
227 
228 



iUe aCQAPD HttiP &{18SfR>IAttIE ) (GAPPH) _ rRNA) ^(GAPDH) (IBS rRNA) 
0(3.10) 



60% 
60% 
60% 
60% 
65% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 
60% 



x(a89>' 
X(1.45) 
x(1^4} 
OC2J8) 
0(1.73) 
x(1^8) 
X X(a61) 
x(a79) 
x(1.Q0) 
X x(0^9) 
0(2.81) 
x(0.74) 
0(2^7) 
x(075) 
x(0.88) 
x(1.11) 
X(U6) 



0(4.17) 
0(3.9I) 
0(6^2) 
0(4.89) 
CX4.6S) 
0(1^7> 
0(1.7B) 
0(2.70) 
0(1Ji2) 
0(9.16) 
O(Z04) 
0(5J)3) 
0(i14) 
0(2.81) 
0(ai3) 
0(2.82) 



0.0528(32) 



jfie^S'^22i33liGNbadt#ta-r'5JfiGT-C&'£*<, 2203PCR::f^-i"7— l±«^C*E5l)$ffl^^fc 
iSe^»^11t±2 primer set$fflL%TPCR$K^fc)b<, l^-rtll=t5l^Tt^SLfcit♦SA<^§C>♦^*A^ofc^fe«etUfc 

M«fla35<ttStTL^*iosff!i©ite^auK«i?i«*T?o)arat(orai;isM£5tLfctcott^^^^ 



fcitfe^^^jO^ofeo by6^b. IGFBP3 51^5^^^, 2ilPp1^iS^MS{C:feV=>TW 
3tlCj^<Dffi||^^bfco ^jeoT^l^atfe^^, S!RgiSMS^lc::feViT. #JS^{c43 

*fc> IBS rRNA ^F«ggB^2pji^^{CffiV:»;^ci:^JC«. n T W-T <^^m 

iife^«7a:5&^ofco b;5^b. CYPiAi jlfe^ Ji. 2 ffi^PBl%it^^^{;i^ViTWjt 

jdffiii^^Lfco t?eoT2:®jie^&. n^w-mmz^\,^x. ^i^mmz^Xf^-zm 

m /Lilt- ^ jUS^ <i: m ^ b o 

PZPji^^> MAP3K5jt^^> TNFSF14«fe^. LMNA S^^. CYPlAl jtfe 
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PZP JS'fe^ : pregnancy-zone protein OJl-fe^ 

MAP3K5 : mitogen-activated protein kinase kinase kinase 5 cajftlS^ 

TNFSF14 54^^ : tumor necrosis factor (ligand) superfanwly, member 14 (Dift^S 

5 ^ 

LMNA sl^T : lamin A/C (Z)Jtfe^ 

CYPlAl jtfe^ : cytochrome P450, family 1, subfamily A, polypeptide 1 Ojtfe 
IGFBP3 jt-K^ : insulin-like growth factor binding protein 3 (D^Bi^ 

10 

mmm 2 rzs 3 (Dm^^^ 0 # e> n;^. c mx« b mfi^mmmconm^'^m-r^ 









GAPDHMIE 


18S rRNAMiE 








VNN1 
MRPL24 


VNN1 
CXCL9 
GBP1 
RALGDS 








88% 


100% 








PRODH 
LMNA 
MAP3K12 


LMNA 
LTBP2 
C0L1A2 
PZP 








100% 


100% 



40 



wo 2005/021745 



PCT/JP2004/012425 



(1) cmi^mmmo^m 

-r^(D\z. i^i^Bii^afe^jc GAPDH ^m\^^rmiE-r^m^\t vnni 

5 "^iZ ISSrRNA V^TMlE-r VNNl^ CXCL9. GBPl RXS-RALGDS 

M^mutcfflVi^o ^mji^^s®^^i/^;v^i^*tt-^c:^:ic.fc^. ^^^^ 

PtW^Sjmt®^^'^^^. GAPDHtiIE(Di^-&«88%T^t)> 18S rRNA CD 
10 ^-^^ 100%T$)^o 

(2) B MffFMJS^^S'J 

15 \f^\t.±mmmt:P^U^mm.Bif-\Z ISStRNA ^fflV^TMlEf ^^-^-^^lmna. 
LTBP2> COL1A2 S:tJ? PZP ©jie^-fe-/ h JCOViTCD^jt^^^^a^Pi'^n 

mmt. GAPDHltiE©i®'&'b ISSrRNA ©Jl-a-t) 100%T^§. 
20 ±SBite^<Z)|^^^J^JlTJ'^-rc 

PRODH jS'fe?- : proline dehydrogenase (oxidase) 1 <DiM.Bi^ 

LTBP2 jftfe?- : latent transforming growth factor beta binding protein 2 ©jl-fe^ 

COL1A2 jfi^^ : collagen, type I, alpha 1 <DM.Bi^ 

MAP3K12 jt^g^ : mitogen-activated protein kinase kinase kinase 12 (DM.^^ 

25 
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5 SaM#-^ 1-2 2 8 : -^fiK DNA 
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m ^ <D m m 

(a) ^i^t^fb total RNA ^UMl^. 

5 (b) ^ 1 - 8 \z^-^n^m.B^'fy^ibm\tn^<p^f3i< thi -DomBi'f-omm 
(c) mtd.m^m^^m^^i^xm^nmr^^ii 

2. mo^Wm-^^Xl^^X. SkTiDTsy^y-:/ : 
10 (a) ^^-^^ 6 total RNA b . 

(b) PSMB8 3ifeT> RALGDS GBPl jft^^, RPS14 M^^. CXCL9 

DKFZp564F212 jt^T, CYPIBI 3tfe^. TNFSFIO Jt^^. NR0B2 
MAFBjie^. BF530535 Jte¥. MRPL24 3te^. QPRTjt^^. 
VNNl S-tJ^ IRS2 iHS^J&^e)75:^i^5&^e>7ltftl^ii^75:< it) locDjl 

15 Bi^<D^mm^m^v. 

(a) e> total RNA ^ b , 

20 (b) PZP jtfe^ . MAP3K5 5ife^> TNFSF14 Jtfe^'^ LMNA ^ CYPlAl 

itfeTRti^' IGFBP3 e> ;^cJ: ^ e. M n ^ < 1 

(c) mmm^m^^mmiii^xm^wmr^^ii 

(a) e> total RNA ^UW.h. 

(b) VNNl ae^Slt;? MRPL24 m^^-^^ibfSi^l&^^-^y XJi PRODH 
sifs^, LMNA S^^SlD^^ 1VIAP3K12 ite^:*^ & fj: ^jtlS^iz h {C^^tl 
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^^MB'f'O^mmm^. p^ummmBi'i'tVT GAPvn^m^^xm^i^. 

5 (a) ^i^i)^ e> total RNA ^ b , 

(b)VNNl5t^^. CXCL9a{5^. GBPl it^^S.tK RALGDS jt^^^^^ 
^jie^-fe^yh. XHLMNAslfe^, LTBP2jlfe^> COL1A2 jtfe^S.tX 

pzp 31^^56^ it e^-fe^:/ hid-^^tis^-me^^^^fis^ p^^mm 

ite^tUT ISSrRNA ^fflViTSiJ^b, 

10 (c) mtmmm^^m^tvxm^wmt^zLt 

15 8 . mBi=^(D^mm<Dm\^i!)^. aa^j^^ 2n-i ikzs zn (n « 1 ~ii4 (Dmm^^^ 
9 . m^'?<D^mm(Dm^-fy^. vnni 5te^^jtt;^MRPL24«e^*^e.:^§jieT 

20 -fe y h ^ PRODH Jte^. LMNA Jt^-T^J^LtX MAP3K12 l&Bi=^f)^ ^ fSi^ABi 

"f-^yh. VNNliie^^ CXCL9 it^^. GBPl il^5^:SLr/ RALGDS Jt^ 
^5&^e.?^<5jt{gT'fe';/ h> MtJ?tC LMNA ae^. LTBP2 3te^. COL1A2 

25 -^-^m-^ii-^ffiViT, m.B.^t:mm'r^^tiz^v)nt:)n^h<Dx$>^m 

1 0. iB^J#-^2n-lJ^rJf2n (n « 1 ~114 ©^^^^t>-r) T'^^tl-Si^SSB^J 
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LMNA iife^JttJ?MAP3K12 ^MBf-f}^ 6.3^^at^^-fe y h.VNNl jtfe^. 
CXCL9 Jte^> GBPl m^^RtX RALGDS it^^*^ ^ ^^Sitfe^-fe »y 
Mli^ldLMNAJie^. LTBP2jlfe^^> C0L1A2 jlfe^J^Z^^ PZP 51^^56^ e> 

^—•^y ho 

12. ^ 1-8 ic^sn-svi-rm^oae^^^t^. jsom^^^^/i-o 

1 3 . RALGDS ]tfe^. GBPl 3t^^^ DKFZp564F212 MB,^. TNFSFIO it^ 
^(DWMm^y ho 

1 4.VNNlJi^^Rt;fMRPL245I^S^:^^e>i*5:-g>jtfe^'fe^;/ h.PRODHjt^^, 
LMNAit^^S.rJ^MAP3K12]t^^*^^3^-55l'eT-l2^^ h.VNNl 
CXCL9 GBPl a^^^LtK RALGDS jl^^*^ 75:^it^^-fe >y 

m.XS\Z LMNA 3ie^. LTBP2 Jtfe^. COL1A2 mB'f'RZS PZP a^^*^ 6 

1 4(D\f^'rni!fiimmm.(D=¥y ho 
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<110> Nihon University 

<120> A gene which relates to a hepatoma 

<130> P03-0134PCT 

<150> JP 2003-299363 

<151> 2003-08-22 

<150> JP 2003-334444 

<151> 2003-09-25 

<160> 228 

<170> Patentin version 3. 2 

<210> 1 

<21I> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 1 

agactgtcag tactgggagc 20 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 2 

gtccaggacc cttcttatcc 20 
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<210> 3 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 3 

gacgtgggaa gacgtttcca 20 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 4 

tggatgatgc ccgtctcctt 20 



<210> 5 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 5 

aattgcccag ggatgaggca 20 



<210> 6 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 6 

tggactcctg gatcttcctc 20 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 7 

gagaactcag ctgcagtgca 20 



<210> 8 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 8 

ttctagctgg gccgctaact 20 



<210> 9 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 



<400> 9 
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gacgtgcaga aatggcacct 



PCT/JP2004/01242S 

20 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 10 

cagtcacacg gcagatggtt 20 



<2I0> 11 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 11 

cctgcatcag caccaaccaa 20 



<210> 12 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 12 

tggctgacct gtttctccca 20 



<210> 13 
<211> 20 
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<212> DNA 
<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 13 

ccacatccac cactagacac 20 



<210> 14 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 14 

tgacagatgt cctctgaggc 20 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 15 

cctcttcacc a^tatcctg 20 



<210> 16 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
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<400> 16 

ccacagtgtc cttgggaatg 

<210> 17 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 17 

gctgaagcag atgcaggaca 

<210> 18 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 18 

ctaacgagct gacggagttg 

<210> 19 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 19 

ggaggttcga agacgatcag 



PCT/JP2004/012425 

20 



20 



20 
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<210> 20 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 20 

gtggtgccct tccgtcaatt 20 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 21 

agactgtcag tactgggagc 20 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 22 

gtccaggacc cttcttatcc 20 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 23 

gtgtggccaa ctgtgtcatc 



PCT/JP2004/012425 



20 



<210> 24 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 24 

cttcagacgg tggatggagt 20 



<210> 25 

<211> 20 

<212> DNA 

<2l3> Artificial 

I 

<220> 

<223> syntlietic DNA 
<400> 25 

aattgcccag ggatgaggca 20 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 26 

tggactcctg gatcttcctc 20 
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<210> 27 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 27 

aacaagctgg ctggaaagaa 20 



<210> 28 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 

<400> 28 

gtacacgaag gtgctgctca 20 



<210> 29 

<211> 20 

<212> DM 

<2I3> Artificial 

<220> 

<223> synthetic DM 

<400> 29 

gacgtgcaga aatggcacct 20 



<210> 30 
<211> 20 
<212> DNA 
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<220> 

<223> synthetic DNA - 

V 

<400> 30 

cagtcacacg gcagatggtt 20 



<210> 31 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 31 

cctgcatcag caccaaccaa 20 



<210> 32 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 32 

tggctgacct gtttctccca 20 



<210> 33 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

10/68 



wo 2005/021745 

<400> 33 

tgggcaagtg aggtcttctt 
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20 



<210> 34 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 34 

ctgaggatca ctggtatcgc 20 



<210> 35 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> syntlietic DNA 

t 

<400> 35 

gacccccagt ctcaatctca 20 



<210> 36 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 36 

agtctcttgg cgtcgtcagt 20 



<210> 37 
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<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> syntlietic DNA 
<400> 37 

gctgaagcag atgcaggaca 20 



<210> 38 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 38 

ctaacgagct gacggagttg 20 



<210> 39 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 39 

ggtcggagtc aacggatttg 20 



<210> 40 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 
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<223> synthetic DNA 



PCT/JP2004/012425 



<400> 40 

ggatctcgct cctggaagat 

<210> 41 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 41 

caaagcatgg gcagtagctc 

<210> 42 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 42 

caagcagatc tccatggcag 

<210> 43 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 43 

tcttcaaccc cgatgtgcca 
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<210> 44 

<211> 20 

<212> DMA 

<213> Artificial 

<220> 

<223> synthetic DM 

<400> 44 

aggctggtcg gaatggactt 20 



<210> 45 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 45 

cttggaagtc tcctcttggc 20 



<210> 46 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 46 

atgaacaggt cctcccgctt 20 



<210> 47 

<211> 20 

<212> DNA 

<213> Artificial 



14/68 



wo 2005/021745 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 47 

accatcatca ccaagcgtcg 20 



<210> 48 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 48 

tcacctcgtc cttggtgaag 20 



<210> 49 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 49 

gtcgcctcac catctgtaca 20 



<2I0> 50 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 50 
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ctggaggaca gctgccaata 



PCT/JP2004/012425 
20 



<210> 51 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 51 

tcctagaagg caaggatgcc 20 



<210> 52 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 52 

gtgggtttcc tgtccatagg 20 



<210> 53 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 53 

aacaggccat ggatctggtg 20 



<210> 54 
<211> 20 
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<212> DNA 
<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 54 

aggactggaa cttctccagc 20 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 55 

aggataacca tgtggtggcc 20 



<210> 56 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 56 

tgcagctcct ctggcttgaa 20 



<210> 57 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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<400> 57 

gctggaactt caacagggac 20 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 58 

ctgaggatca ctggtatcgc 20 



<210> 59 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 59 

tgaagctcaa ctgcgagcag 20 



<210> 60 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 60 

acgattggct cttactgcgc 20 



18/68 



wo 2005/021745 PCT/JP2004/012425 

<210> 61 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 

•<223> synthetic DNA 
<400> 61 

acacagagct ctgagtcagc 20 



<210> 62 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 62 

tccaggttag gagggaagac 20 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 63 

cctcaaggtc ttcctccttc 20 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DM 
<400> 64 

caccaggtac tctggtaagc 20 



<210> 65 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 65 

caaagcatgg gcagtagctc 20 



<210> 66 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 66 

caagcagatc tccatggcag 20 



<210> 67 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 67 

tcttcaaccc cgatgtgcca 
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<210> 68 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 68 

aggctggtcg gaatggactt 20 



<210> 69 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 69 

cttggaagtc tcctcttggc 20 



<210> 70 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 70 

atgaacaggt cctcccgctt 20 



<210> 71 
<211> 20 
<212> DNA 
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<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA ' 
<400> 71 

gacgtgaaga aggagccact 20 



<210> 72 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 72 

cgccatccag tacagatcct 20 



<210> 73 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 73 

tgccatagtg gcttgatttg 20 



<210> 74 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

22/68 



wo 2005/021745 
<400> 74 

tcagaatccc catcatcaca 



PCT/JP2004/012425 



20 



<210> 75 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 75 

cagggcaaag tggttcaagt 20 



<210> 76 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 76 

tctcagtggg tttcctgtcc 20 



<210> 77 

<211> 20 

<212> DNA 

<213> Artificial 

<2Z0> 

<223> synthetic DNA 

<400> 77 

aacaggccat ggatctggtg 20 



<210> 78 



23/68 



wo 2005/021745 PCT/JP2004/012425 

<211> 20 
<212> DM 
<213> Artificial 

<220> 

<223> syntlietic DNA 
<400> 78 

aggactggaa cttctccagc 20 



<210> 79 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 79 

aactacgcag ccttggtcag 20 



<210> 80 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 80 

tggcagttga gttgggtaaa 20 



<210> 81 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 



24/68 



wo 2005/021745 

<223> synthetic DM 



PCT/JP2004/012425 



<400> 81 

gctggaactt caacagggac 20 



<210> 82 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 82 

ctgaggatca ctggtatcgc 20 



<210> 83 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 83 

ccactcggac agcttcttct 20 



<210> 84 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 84 

ggatggtctc gtggatgttc 20 

25/68 



wo 2005/021745 



PCT/JP2004/012425 



<210> 85 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 85 

acacagagct ctgagtcagc 20 



<210> 86 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 86 

tccaggttag gagggaagac 20 



<210> 87 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 87 

cctcaaggtc ttcctccttc 20 



<210> 88 

<211> 20 

<212> DNA 

<213> Artificial 



26/68 



wo 2005/021745 
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<220> 

<223> synthetic DNA 
<400> 88 

caccaggtac tctggtaagc 20 



<210> 89 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 89 

ctgttggtca gecagcagt 19 



<210> 90 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 90 

gaaagccccg aagtaagacc 20 



<210> 91 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 91 



27/68 



wo 2005/021745 

caaggaccgg ttcatttggc 



PCT/JP2004/012425 

20 



<210> 92 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 92 

gaacacagcc ttctcctcct 20 



<210> 93 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 93 

tgctcggggg aactatgatg 20 



<210> 94 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 94 

ggcctgtgag tctctggata 20 



<210> 95 
<211> 20 



28/68 



wo 2005/021745 

<212> DNA 
<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 95 

ggaagagtgg agagtactgg 20 



<210> 96 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 96 

atccatcggt catgctctcg 20 



<210> 97 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 97 

gtattcctgg ccctgttggt 20 



<210> 98 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



29/68 



wo 2005/021745 



PCT/JP2004/012425 



<400> 98 

ctcacccttg ttaccgctct 20 



<210> 99 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 99 

ctttgaaggg atggagctgc 20 



<210> 100 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 100 

atcgtacatg ccccttggga 20 



<210> 101 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 101 

ggcctctatc gtcaacaagg 20 



30/68 



wo 2005/021745 PCT/JP2004/012425 

<210> 102 
<211> 20 
<2I2> DNA 
<213> Artificial 

V 

<220> 

<223> synthetic DM 
<400> 102 

gcgttgaact tgacagcaaa 20 



<210> 103 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 103 

taccaatggt gcctcctgga 20 



<210> 104 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 104 

ccacagactc tgtcaggttg 20 



<210> 105 

<211> 20 

<212> DNA 

<213> Artificial 



31/68 



wo 2005/021745 

<220> 

<223> synthetic DNA 
<400> 105 

ctggaaaggg ccaaggagat 



PCT/JP2004/012425 



20 



<210> 106 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 106 

tctgggtctt ggctggtttc 20 



<210> 107 

<211> 20 

<212> DNA 

<213> Artificial 

t 

<220> 

<223> synthetic DNA 
<400> 107 

tggccagaca gacatgtcga 20 



<210> 108 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 108 

tcgaggacag ttccgtgtag 20 



32/68 
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PCT/JP2004/012425 



<210> 109 
<211>.20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 109 

tctctggagg ctggagaaag 20 



<210> 110 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 110 

gtttccagct tcacagccca 20 



<210> 111 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 111 

attggctcga agctgcagga 20 



<210> 112 
<211> 20 
<212> DNA 



33/68 



wo 2005/021745 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 112 

ggaaggtgac atactcctgg 



PCT/JP2004/012425 



20 



<210> 113 

<211> 20 

<212> MA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 113 

tactccaatg caaccaccaa 20 



<210> 114 

<211> 20 

<212> DNA 

<2I3> Artificial 

<220> 

<223> synthetic DNA 

<400> 114 

aacacaagtt gggatgcaca 20 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



34/68 



wo 2005/021745 

<400> 115 

tggtgtgctg gctgtgcatt 



PCT/JP2004/012425 



20 



<210> 116 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 116 

gaccagatag agaacgccga 20 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 117 

gtgaatgcct ctggagtggt 20 



<210> 118 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 118 

ttctgttctg acgccaagtg 20 



<210> 119 



35/68 



wo 2005/021745 PCT/JP2004/012425 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 119 

gttctagcca gtacttccgg 20 



<210> 120 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 120 

actcgctccg aattcttgc 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 121 

attccgacct cgtcatcagg 



<210> 122 

<21I> 20 

<212> DNA 

<213> Artificial 



<220> 



36/68 
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<223> synthetic DM 



PCT/JP2004/012425 



<400> 122 

gctggtataa ggtggtctgg 20 



<210> 123 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 123 

ggactttccc aatctgccct 20 



<210> 124 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 124 

aggttgtgct tgcgggcaat 20 



<210> 125 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 125 

aggagagaag ggtgcagaag 20 

37/68 



wo 2005/021745 
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<210> 126 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 126 

ccttccatag tagccacgtc 20 



<210> 127 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 127 

acaacctgtg cggggaatca 20 



<210> 128 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 128 

ggtcatagca gagtttggcc 20 



<210> 129 

<211> 20 

<212> DNA 

<213> Artificial 



38/68 



wo 2005/021745 
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<220> 

<223> synthetic DNA 
<400> 129 

gcagaaggac aggacaaagc 20 



<210> 130 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 130 

caggctcttc ggtaaactcg 20 



<210> 131 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 131 

atggagatga tcccttgctg 20 



<210> 132 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 132 



39/68 
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aggtgttctg tgccttccac 



PCT/JP2004/012425 

20 



<210> 133 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 133 

gctctaagcc tgtccacgag 



<210> 134 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 134 

cgcttcctga agtagcgatt 



<210> 135 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 135 

gcgacacagg agtgtcaaga 



<210> 136 
<211> 20 



40/68 



wo 2005/021745 
<212> DM 
<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 136 

tgaccatgat gtagccctga 20 



<2I0> 137 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 137 

tgaatggcca cagtgatgtt 20 



<210> 138 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 138 

ccattccgtt tttgaaatgc 20 



<210> 139 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



41/68 



wo 2005/021745 



PCT/JP2004/012425 



<400> 139 

tcgtaagtgg ggctataccg 20 



<210> 140 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 

<400> 140 

ctggttgggt ctgtggaact 20 



<210> 141 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 

<400> 141 

ctgaccaccg ggtgtacttt 20 



<210> 142 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DM 

<40D> 142 

gacaagtagg gcagcacctc 20 



42/68 



wo 2005/021745 PCT/JP2004/012425 

<210> 143 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 143 

ggaacccgta cacatggact 20 



<210> 144 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 144 

aacgtccaat agcccttacg 



<210> 145 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 145 

cgcccacttc tttgagtttc 



<210> 146 

<211> 20 

<212> DNA 

<213> Artificial 



43/68 



wo 2005/021745 PCT/JP2004/012425 

<220> 

<223> synthetic DNA 
<400> 146 

catgaccgtc cctatcttgc . 20 



<210> 147 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 147 

tatggggtct ttgctggaag 20 



<210> 148 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 148 

gcccacgtga tgatacttga 20 



<210> 149 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 149 

ggtcacttca tgcctgtcct 



44/68 



20 



wo 2005/021745 



PCT/JP2004/012425 



<210> 150 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DM 

<400> 150 

tatggcggaa gccagcttca 20 



<210> 151 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 151 . 

cacaagccct ttgaatccat 20 



<210> 152 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 152 

tgtctccagc tccacacaag 20 



<210> 153 
<211> 21 
<212> DNA 
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<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA ' 
<400> 153 

ttgagaattc cagagccaag a 21 



<210> 154 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 154 

cacccatctt caccacacac 20 



<210> 155 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 155 

aagaccgaac tgagcaagga 20 



<210> 156 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

46/68 
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<400> 156 

tttttcccag gtccacagtc 



PCT/JP2004/012425 



20 



<210> 157 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 157 

cgggcaagac ttttctttga 20 



<210> 158 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 158 

tgccttcctc atccccttat 20 



<210> 159 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<40Q> 159 

tccaaggatg atctcccact 20 



<210> 160 



47/68 
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<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> syntlietic DNA 
<400> 160 

agcatccgat tccttcttca 20 



<210> 161 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 161 

tgataagcac gttgcaggag 20 



<210> 162 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> syntlietic DNA 

<400> 162 

aagtcagctg ggtttccaga 20 



<210> 163 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 



48/68 
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<223> synthetic DM 



PCT/JP2004/012425 



<400> 163 

ggtgtcagag ccagttgtca 20 



<210> 164 

<211> 20 

<212> DNA . 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 164 

aaatttccac atcggcagtc 20 



<210> 165 

<211> 20 

<212> DNA 

<213> Artificial 

I 

<220> 

<223> synthetic DNA 

<400> 165 

ccaccattgg taccatttcc 20 



<210> 166 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 166 

cccctcacct gaacctcata 20 

49/68 
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<2I0> 167 

<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 167 

ttttctggaa cattcaaatt ca 22 



<210> 168 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 168 

cactttttgt c^tcgctgga 20 



<210> 169 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 169 

tgcagtggaa tacggatcaa 20 



<210> 170 

<211> 20 

<212> DNA 

<213> Artificial 



50/68 



wo 2005/021745 

<220> 

<223> synthetic DNA 
<400> 170 

ggaagcagac cacagaggag 



PCT/JP2004/012425 



20 



<210> 171 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 171 

agtggaaggt gtgggtgaag 20 



<210> 172 

<211> 20 

<212> DNA . 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 172 

caaccataca ctgccacagg 20 



<210> 173 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 173 



51/68 
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cacttaagga gcgctggaac 



PCT/JP2004/012425 

20 



<210> 174 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 174 

tttgcagtct ggcaagtgag 20 



<210> 175 

<211> 21 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 175 

gccacttctg cttctgtgtt t 21 



<210> 176 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 176 

tccaccataa aagatgtgga aa 22 



<210> 177 
<211> 20 



52/68 



wo 2005/021745 

<212> DNA 
<213> Artificial 



PCT/JP2004/012425 



<220> 

<223> synthetic DNA 
<400> 177 

cctccactca tgtcccattt 20 



<210> 178 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 178 

tcaagccatg cttttctgtg 20 



<210> 179 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 179 

attttagcca atggcctcct 20 



<210> 180 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



53/68 



wo 2005/021745 



PCT/JP2004/012425 



<400> 180 

cactggtttg cagcgataga 20 



<210> 181 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 181 

attggtgaat tgggattgga 20 



<210> 182 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 182 

gaagcccacc acagtaggaa 20 



<210> 183 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 183 

tggatcgaat ccaaacacaa 20 



54/68 
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<210> 184 

<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 184 

ctggcttgtc tgcaaacctt 20 



<210> 185 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 185 

ctccatcatc cacccacttt 



<210> 186 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<4G0> 186 

ggaaggccag caagtgtaga 



<210> 187 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 187 

gccagaaaat tgaccctgag ^ 20 



<210> 188 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 188 

cagctgctca gcgatcttac 20 



<210> 189 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 189 

ccctcatcgt gtcaagtcaa 20 



<210> 190 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 190 

agcatcaaac agacccaacc 20 
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<210> 191 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 191 

ttgtttggct gggatagagg 20 



<210> 192 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 192 

gctctgtccg gatagctacg 20 



<210> 193 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 193 

ccctacaagg tgaacccaga 20 



<210> 194 
<211> 20 
<212> DNA 
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<213> Artificial 
<220> 

<223> syntlietic DNA 
<400> 194 

ggagtagcag ctggttcctg 
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20 



<210> 195 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 195 

tgacaaccta tgccatttcg 20 



<210> 196 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 196 

ccacacaaga cctatgatag a 21 



<210> 197 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
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20 



<210> 198 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 198 

gatttcctct ggccaattca 20 



<210> 199 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 

<400> 199 

aactacgcag ccttggtcag 20 



<210> 200 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 200 

tggcagttga gttgggtaaa 20 



<210> 201 
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<211> 20 
<212> DNA 
<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 201 

gatgttacca atcccgttcg 20 



<210> 202 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 202 

tgggctccta tatgcggtta 20 



<210> 203 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 203 

tgctttcaac gtggagtttg 20 



<210> 204 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 
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<400> 204 

ccccatattt ggtgttccag 20 



<210> 205 

<211> 20 

<212> DNA 

<213> Artificial 

<22Q> 

<223> synthetic DNA 

<400> 205 

caaaatgctg ctggtgaaga 20 



<210> 206 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 206 

gcctctgtca gctcaaggac 20 



<210> 207 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 207 

gtcgtcagca gccatgttta 20 
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<210> 208 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic Wk 
<400> 208 

ggcaggtcaa aggtcatgtt 20 



<210> 209 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 209 

gggatgcttg aagatggaaa 20 



<210> 210 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 210 

cagtggcacc ataggcataa 20 



<210> 211 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DNA 
<400> 211 

gctcctgggt agaactgcac 20 



<210> 212 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 212 

gccctgttgg tatcttgtgg 20 



<210> 213 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 213 

ttgaggaaat cctggacctg 20 



<210> 214 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



<400> 214 
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<210> 215 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 215 

ctgatggagt acgcaaagca 20 



<2I0> 216 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 216 

ctcgagaatg tcaggggtgt 20 



<210> 217 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 217 

acagagcctc gcctttgc 18 



<210> 218 
<211> 18 
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<212> DNA 
<213> Artificial 
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<220> 

<223> synthetic DM 
<400> 218 

cacgatggag gggaagac 18 



<210> 219 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 219 

gagctgggaa gattcgaaca 20 



<210> 220 . 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 220 

agagatacgc a^tgcaggt 20 



<210> 221 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 



65/68 



wo 2005/021745 



PCT/JP2004/012425 



<400> 221 

gagatctcgc cggctttac 19 



<210> 222 

<211> 20 

<212> DM 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 222 

cgcgagagtc aaagatctcc 20 



<210> 223 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<400> 223 

cagctccagg aaatgctagt g 21 



<210> 224 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 

<4G0> 224 

ggtggaactt gggatcagac 20 
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<210> 225 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic DNA 
<400> 225 

gagggaaggc ttagccatgt 20 



<210> 226 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 



<400> 226 

ttgaagggtc catgcctatc 20 



<210> 227 

<21I> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic DNA 
<400> 227 

gcctgtaagt ac^ggacaa 20 



<210> 228 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthetic DMA 
<400> 228 

ctcttcagcg ttgtggatga . 20 
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